Enterococcusfaecalis S-48 produces a peptide antibiotic, AS-48, and a bacteriocin, Bc-48. We have isolated mutants that lack these inhibitory characteristics. Further analysis of the mutants indicates that a plasmid of 56 kilobases (pMB2) may harbor the genes for AS-48. In conjugation experiments, pMB2 has been transferred into a plasmid-free OGlX strain of E. faecalis. The OGlX(pMB2) transconjugant produces the antibiotic AS-48 in solid medium, and the MIC of AS-48 for this strain is the same as that of the donor strain.
AS-48 is a peptide antibiotic produced by Enterococcus faecalis S-48, with a molecular mass of about 8,000 daltons (2, 4) and a broad inhibitory spectrum (3) . Agents which activate the SOS repair system do not induce its synthesis (J. Lara, M. Martinez-Bueno, A. Galvez, M. Maqueda, and E. Valdivia, Folia Microbiol., in press). In recent reports (3, 6, 7), we have described the bactericidal effect of AS-48, which acts primarily at the cytoplasmic membrane level.
In this paper, we report on the genetic location of the peptide antibiotic AS-48, which is encoded by a conjugative plasmid of 56 kilobases, pMB2, and is responsible for both AS-48 production and immunity. No other phenotypic characteristics associated with this plasmid have been described.
The bacterial strains used in this study, together with their phenotypic characteristics, are listed in Table 1 .
Test for AS-48 production. Rapid AS-48 screening by cross-streaking on brain-heart agar (BHA) plates has been described previously (5 (10) .
The plasmid proffles of the S-48 strain and its mutants appear in Fig. 1 . All of the AS-48-strains isolated from the parent strain (mutants Bi to B9, A-48-15, A-48-9, B-48-2, and B-48-47) had lost a plasmid of approximately 56 kilobases (named pMB2) or had a new deleted plasmid (mutant B-48-28). In all cases, the mutants lacking the ability to produce AS-48 had also lost resistance to this antibiotic.
Furthermore, the nonbacteriocinogenic mutants A-48-32, B-48-2, and B-48-47 had deleted the pMB1 plasmid (Fig. 1,  lanes B, G, The plasmid profiles obtained by small-scale rapid screening of transconjugant (Fig. 2, lane C) showed that they all harbored one plasmid that comigrated with pMB2 from the donor strain (Fig. 2) . Also, digestion of the pMB2 plasmid from A-48-32 and OGlX (pMB2) These results confirm that the genes for AS-48 are of a common origin and are harbored in the pMB2 plasmid. Thus, OGlX(pMB2) shows the same MIC as the producer donor strains and also overproduces the antibiotic AS-48 in solid medium.
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